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Figure 1 - source data 1. Maximum likelihood phylogenetic tree of CTVT mtDNA. Maximum likelihood
phylogenetic tree constructed using 449 complete CTVT mitochondrial genomes and 590 complete dog
mitochondrial genomes. All sequences are labelled with sample identifier, country, breed and haplotype
name. The sample identifier for CTVT hosts is the sample name (Supplementary file 1), the sample identifier
for the publicly available dogs is the accession number. Scale bar indicates base substitutions per site.



